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Purpose: Germline genetic testing can identify high penetrance variants of hereditary cancers,
enabling the early use of risk management options. Risk-reducing surgeries (RRS), such as bilateral
mastectomy, bilateral salpingo-oophorectomy (BSO), and total hysterectomy decrease the risk of
breast, ovarian, and endometrial cancer. However, prior studies on the uptake of RRS are often
limited to those with pathogenic variant in well-studied genes within non-integrated healthcare
systems. Therefore, we examined the uptake of RRS in unaffected individuals tested for multiple
genes including those influencing breast, ovarian, and endometrial cancer risk between January 1,
2010 and December 31, 2018 in an integrated health care system. Methods: We conducted a
retrospective cohort study of individuals aged â�¥18 years without prior cancer history who received
genetic testing for at least one hereditary cancer susceptibility genes within Kaiser Permanente
Northwest. We described the uptake and timing of RRS by genetic test results (pathogenic/likely
pathogenic (P/LP), variants of uncertain significance (VUS), and negative) using electronic health
records and claims data. For those with P/LP, we further categorized surgery as recommended,
recommended for consideration, or not recommended based on current National Comprehensive
Cancer Network guidelines. Results: Of 1,020 individuals included, the mean age was 48 years
(range: 18-â�¥35 years, year of genetic testing, and increasing number of follow-up years.
Conclusion: The uptake of RRS following hereditary cancer genetic testing was low among
unaffected individuals in an integrated health care setting. Limitations of our data included no family
history information and the inability to know whether surgery was informed by genetic test results or
the reasons for not having/delaying surgery.


